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n.biallelic.sites [region]
n.unknowns [region]
n.gaps  [region]
Tajima.D [region]
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biallelic.sites [[region]]
biallelic.matrix [[region]]
transitions [[region]]
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minor.allele.freqs [[region]]
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splitting.data
sliding.window.transform
MS/MSMS
create.PopGenome.method
extract.region.as.fasta
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